Infectious diseases are a common yet very dynamic component of wildlife ecology. Their emergence and spread are influenced, among others, by the rapid growth of international movements as well as human-induced environmental changes. These are the very same factors that likely contributed to the current coronavirus pandemic -- an unprecedented situation that has not only put most of world\'s population on alert but also under lockdown, including the author of this review. At the same time, it has never been more apparent how global connectivity, both between humans and wildlife as well as among distant geographical regions, may influence the emergence and spread of an infectious disease. Likewise, it couldn\'t have been better emphasised which challenges are brought forth by an emergence of a novel disease agent and, as illustrated in the book "Wildlife Disease Ecology", how important it is to combine epidemiological and evolutionary theory with extensive empirical studies and mathematical modelling to facilitate an effective disease management.

This well-timed book is the successor of "The Ecology of Wildlife Diseases" published in 2002. Both books have their roots at the Stirling University, UK, in the late 1990s when Kenneth Wilson, Andy Fenton, Dan Tompkins (editors of the present volume) and Peter Hudson (lead-editor of the first volume) belonged to a strong and dynamic group of people interested in wildlife disease ecology what, I believe, was the driving force behind the first publication. The book was not updated nor did it have any natural successor for almost two decades, which motivated the editors to initiate an update. The outcome? A new book that not only updates our knowledge about the ecology of wildlife diseases but is also a novel contribution in its own right. Compared to the first volume, the editors assembled a unique collection of long-term studies that advanced our understanding of the eco-evolutionary dynamics of infectious diseases.

Based on the scale of different host-parasite interactions, the book is divided in three parts that guide the reader through the complexity of wildlife disease research: (1) within-host processes, (2) between-host processes, (3) interactions at the host community and landscape scale. In total, it contains 22 chapters adequately distributed across different host taxa and geographical regions. Although from the point of view of an aquatic ecologist, a higher number of case studies from the aquatic realm (tackled only in four chapters) would have been appreciated, I value the selection of chapters that broadened my horizon with examples of terrestrial animals and plants.

The presented chapters are characterized by the unique styles of their authors. They are carefully written and generally provide enough details for readers unfamiliar with the studied system, although they also differ in the extent to which complex subjects are explained. In general, each chapter starts with brief background information about the characteristics of a given host-parasite system and the specific theories that are being evaluated. The introduction is then followed by recent advances in the studied system and subsequently each chapter finishes with potential future research directions and conclusions. The chapters are complemented by a glossary of terms, index, colour plates and additionally by lay summaries and technical abstracts that are available on the publisher\'s website ([www.cambridge.org/9781107136564](http://www.cambridge.org/9781107136564){#interref0001}).

The assembled long-term studies undoubtedly benefit from the variety of applied approaches and techniques, such as field observations, experimental manipulations, remote sensing, genetic, immunological and statistical analyses, and last but not least mathematical modelling. Particularly, the extensive application of mathematical modelling, improved by the availability of long-term data, attracts attention. Readers interested in modelling eco-evolutionary dynamics in host-pathogen systems will not only find clear descriptions of the models but also up-to-date advances in their use and development. I also appreciate the connections between certain chapters that make this book interconnected as a whole. However, an overarching synthesis of each of the three parts would have also been a meaningful addition, especially useful for the less advanced readers.

Overall, this well-written book is, in my opinion, a valuable contribution that will encourage further collecting and analysing long-term data in the study of wildlife diseases. It also gives hope. The advances in our understanding of wildlife disease dynamics enable better planning of conservation and management efforts, as shown in the case of wild and farmed salmon or the bighorn sheep pneumonia. As such, it is undoubtedly of high value for researchers and managers working in the field of wildlife disease ecology, but also for advanced undergraduate students or academic lecturers who would like to broaden their knowledge.

The book was a great company during the coronavirus lockdown and a fascinating journey through the realm of wildlife diseases. I highly recommend it!
